aerobic cells. In plants, catalase plays an important role in the scavenging of H202 released during the 13-oxidation of fatty adds, particularly in the cotyledons of germinating seedlings. In addition, the enzyme is an important component of the system involved in detoxification of reactive oxygen species that increase following biotic and abiotic stresses (8) . In this system, superoxide dismutase reacts with superoxide radicals, yielding H202, which is subsequently converted to water and oxygen. Catalase is a tetrameric enzyme that contains a heme group buried in a hydrophobic pocket as the active domain (1, 4) and has been extensively characterized. In higher plants, catalase cDNAs have been reported from maize (6), pea (3), sweet potato (7), and cotton (5) . Native catalase is often composed of subunits that vary in mol wt and charge. The genetic basis of this heterogeneity has been extensively studied in maize, in which catalase has been shown to be encoded by three different structural genes that exhibit differential patterns of expression (6) .
Tomato catalase was partially purified and characterized from pericarp tissue of green fruit (2 the predicted protein of pTOMCAT1 (1, 4) . Therefore, we conclude that pTOMCAT1 encodes a subunit of tomato catalase.
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